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ID RN59486 standard; RNA; ROD; 2138 BP. 
XX 

AC U59486; 
XX 

NI gl399862 
XX 

DT 02-JUL-1996 (Rel. 48, Created) 

DT 23-JUL-1996 (Rel. 48, Last updated, Version 3) 
XX 

DE Rattus norvegicus GDNF receptor alpha mRNA, complete cds . 

XX 

KW 

XX 

OS Rattus norvegicus (Norway rat) 

OC Eukaryota; Metazoa; Chordata; Vertebrata; Mammalia; Eutheria; Rodentia; 

OC Sciurognathi; Muridae; Murinae; Rattus. 

XX 

RN [1] 
RP 1-2138 

RA Jing S.J., Wen D. , Yu Y., Hoist P.L., Luo Y. , Fang M. , Tamir R. , 

RA Antonio L, , Hu Z., Cupples R. , Louis J.C., Hu S., Altrock B., Fox G.M.; 

RT "GDNF- induced activation of the ret protein tyrosine kinase is mediated 

RT by GDNFR-alpha, a novel receptor for GDNF " ; 

RL Cell 85:1113-1124(1996). 

XX 

RN [2] 
RP 1-2138 

RA Fox G.M., Jing S.J., Yu Y., Holsr P.L., Fang M. , Tamir R. , Antonio L.', 

RA Hu Z., Louis J.C.; 

RT 

RL Submitted (29-MAY-1996 ) to the EMBL / GenBank / DDB J databases. 

RL Immunology, Amgen, Inc., Amgen Center, Thousand Oaks, CA 91320-1789, USA 

XX 

DR SWISS -PROT; Q62997 ; GDNR_RAT . 
XX 

FH Key Location/Qualifiers 
FH 

FT source 1..2138 

FT ' /organisms" Rattus norvegicus" 

FT CDS _ 302 . . 1708 

FT /codon_start=l 

FT /db_xref = " PID : g!399863 " 

FT / db_xr e f = " SWI S S - PROT : Q62997 " 

FT /product= "GDNF receptor alpha" 

FT /trans la tion= "MFLATLYFALPLLDLLMSAEVSGGDRLDCVKASDQCLKEQSCSTK 

FT YRTLRQCVAGKETNFSLTSGLEAKDECRSAMEALKQKSLYNCRCKRGMKKEKNCLRIYW 
FT SMYQSLQGNDLLEDSPYEPVNSRLSDIFRAVPFISDVFQQVEHISKGNNCLDAAKACNL 
FT DDTCKKYRSAYITPCTTSMSNEVCNRRKCHKALRQFFDKVPAKHSYGMLFCSCRDIACT 
FT ERRRQTIVPVCSYEERERPNCLSLQDSCKTNYICRSRLADFFTNCQPESRSVSNCLKEN 
FT YADCLLAYSGLIGTVMTPNYVDSSSLSVAPWCDCSNSGNDLEDCLKFLNFFKDNTCLKN 
FT AIQAFGNGSDVTMWQPAPPVQTTTATTTTAFRVKNKPLGPAGSENEIPTHVLPPCANLQ 
FT AQKLKSNVSGSTHLCLSDSDFGKDGLAGASSHITTKSMAAPPSCSLSSLPVLMLTALAA 
FT LLSVSLAETS " 

XX 

SQ Sequence 2138 BP; 494 A; 593 C; 584 G; 467 T; 0 other; 



AGCTCGCTCT CCCGGGGCAG TGGTGTGGAT GCACCGGAGT TCGGGCGCTG GGCAAGTTGG 60 

GTCGGAACTG AACCCCTGAA AGCGGGTCCG CCTCCCGCCC TCGCGCCCGC CCGGATCTGA 120 

GTCGCTGGCG GCGGTGGGCG GCAGAGCGAC GGGG AGTCTG CTCTCACCCT GGATGGAGCT 180 

GAACTTTGAG TGGCCAGAGG AGCGCAGTCG CCCGGGGATC GCTGCACGCT GAGCTCTCTC 240 

CCCGAGACCG GGCGGCGGCT TTGGATTTTG GGGGGGCGGG GACCAGCTGC GCGGCGGCAC 300 
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CATGTTCCTA GCCACTCTGT ACTTCGCGCT GCCACTCCTG GATTTGCTGA TGTCCGCCGA 3 60 

GGTGAGTGGT GGAGACCGTC TGGACTGTGT GAAAGCCAGC GATCAGTGCC TGAAGGAACA 420 

GAGCTGCAGC ACCAAGTACC GCACACTAAG GCAGTGCGTG GCGGGCAAGG AAACCAACTT 480 

CAGCCTGACA TCCGGCCTTG AGGCCAAGGA TGAGTGCCGT AGCGCCATGG AGGCCTTGAA 540 
GCAGAAGTCT CTGTACAACT GCCGCTGCAA GCGGGGCATG AAGAAAGAGA AGAATTGTCT ~ 600 

GCGTATCTAC TGGAGCATGT ACCAGAGCCT GCAGGGAAAT GACCTCCTGG AAGATTCCCC 660 

GTATGAGCCG GTTAACAGCA GGTTGTCAGA TATATTCCGG GCAGTCCCGT TCATATCAGA 720 

TGTTTTCCAG CAAGTGGAAC ACATTTCCAA AGGGAACAAC TGCCTGGACG CAGCCAAGGC 780 

CTGCAACCTG GACGACACCT GTAAGAAGTA CAGGTCGGCC TACATCACCC CCTGCACCAC 840 

CAGCATGTCC AACGAGGTCT GCAACCGCCG TAAGTGCCAC AAGGCCCTCA GGCAGTTCTT 900 

CGACAAGGTT CCGGCCAAGC ACAGCTACGG GATGCTCTTC TGCTCCTGCC GGGACATCGC 960 

CTGCACCGAG CGGCGGCGAC AGACTATCGT CCCCGTGTGC TCCTATGAAG AACGAGAGAG 102 0 

GCCCAACTGC CTGAGTCTGC AAGACTCCTG CAAGACCAAT TACATCTGCA GATCTCGCCT 1080 

TGCAGATTTT TTTACCAACT GCCAGCCAGA GTCAAGGTCT GTCAGCAACT GTCTTAAGGA 1140 

GAACTACGCA GACTGCCTCC TGGCCTACTC GGGACTGATT GGCACAGTCA TGACTCCCAA 1200 

CTACGTAGAC TCCAGCAGCC TCAGCGTGGC ACCATGGTGT GACTGCAGCA ACAGCGGCAA 12 60 

TGACCTGGAA GACTGCTTGA AATTTCTGAA TTTTTTTAAG GACAATACTT GTCTCAAAAA 13 20 

TGCAATTCAA GCCTTTGGCA ATGGCTCAGA TGTGACCATG TGGCAGCCAG CCCCTCCAGT 13 80 

CCAGACCACC ACTGCCACCA CTACCACTGC CTTCCGGGTC AAGAACAAGC CTCTGGGGCC 1440 

AGCAGGGTCT GAGAATGAGA TCCCCACACA CGTTTTACCA CCCTGTGCGA ATTTGCAGGC 1500 

TCAGAAGCTG AAATCCAATG TGTCGGGTAG CACACACCTC TGTCTTTCTG ATAGTGATTT 1560 

CGGAAAGGAT GGTCTCGCTG GTGCCTCCAG CCACATAACC ACAAAATCAA TGGCTGCTCC 162 0 

TCCCAGCTGC AGTCTGAGCT CACTGCCGGT GCTGATGCTC ACCGCCCTTG CTGCCCTGTT 168 0 

ATCTGTATCG TTGGCAGAAA CGTCGTAGCT GCATCCGGGA AAACAGTATG AAAAGACAAA 1740 

AGAGAACCAA GTATTCTGTC CCTGTCCTCT TGTATATCTG AAAATCCAGT TTTAAAAGCT 1800 

CCGTTGAGAA GCAGTTTCAC CCAACTGGAA CTCTTTCCTT GTTTTTAAGA AAGCTTGTGG 1860 

CCCTCAGGGG CTTCTGTTGA AGAACTGCTA CAGGGCTAAT TCCAAACCCA TAAGGCTCTG 192 0 

GGGCGTGGTG CGGCTTAAGG GGACCATTTG CACCATGTAA AGCAAGCTGG GCTTATCATG 198 0 

TGTTTGATGG TGAGGATGGT AGTGGTGATG ATGATGGTAA TTTTAACAGC TTGAACCCTG 2040 

TTCTCTCTAC TGGTTAGGAA CAGGAGATAC TATTGATAAA GATTCTTCCA TGTCTTACTC 2100 

AGCAGCATTG CCTTCTGAAG ACAGGCCCGC AGCCGTCG 213 8 
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Original HGS EST: 925128 ^n«ut^ 

GGGCANNGCGCCGGCGNCAACACCATCGCCCCCAACTGCGCGCTGCCGCCTGTGGCCCC 

CAACTGCCTGGAGCTGCGGCGCCTNTGCTTCTCCGACCCGCTTTGCAGATCACGCCTGGT 

GGNTTTCCAGACCCACTGCCATCCCATGGACATCCTAGGAACTTGTGCAACAGAGCAGTC 

CAGATGTCTACGAGCATACCTGGGGCTGATTGGGACTNCCATGACCCCCAACTTTGTCAG 

CAATGTCAACANCAGTGTTGCCTTAAGCTNCAACTGCCGAGGCAGTGGCAACCTNCAGGA 

GGAGTGTGAAATGCTTGAAGGGTTNTTNTCCACAACCCNTNCCTCANGGAGGCCATTNCA 

GTAAGATGCGTTTACAGCCAATTTTTTTCCAGGACTTGCANACCTACNTTTNTGTATGCAN 

ACAGNATTAAACCTNTNTAGGCAAACCTTGGTGCCTTTTTTTCTTANGGTCCTTATNTGT 

CTAGCCATGAGTGGTTCCAAGGCTTTCCTCACAAACAAGTGGTTNAGCAAAGGTAGGAAG 



CAANACAGAGGGTAA 




AUG 1 7 PAID 
CROUP 1800 
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Overlapping public EST: AA049894 . GB_NEW 

CTCTGCTCAAATTTGCTATGCTGTGTACTCTTCACGACAAGTGTGACCGC 
CTGCGCAAGGCCTACGGGGAGGCATGCTCAGGGATCCGCTGCCAGCGCCA 
CCTCTGCCTAGCCCAGCTGCGCTCCTTCTTTGAGAAGGCAGCAGAGTCCC 
ACGCTCAGGGTCTGCTGCTGTGTCCCTGTCCACCAGAAGATGCGGGCTGT 
GGGGAGCGGCGGCGTAACACCATCGCCCCCAGTTGCGCCCTGCCTTCTGT 
AACCCCCAATTGCCTGGATCTGCGGACTGTCTGCCGTGCGGACCCTTTGT 
GCAGATCACGCCTGATGGACTTCCAGACCCACTGTCATCCTATGGACATC 
CTTGGGACTTGTGCAACTGAGCAGTCCAGATGTCTGCGGGCATACCTGGG 
GCTGATTGGGACTGCCATGACCCCAAACTTCATCAGCAAGG 
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Overlapping HGS EST: 1099500 

GGT'CCCTGCTGACTGCCTGGAGGCAGCACAGCAACTCAGGAACAGCTCTCTGATAGGCTG 

CATGTGCCACCGGCGCATGAAGAACCAGGTTGCCTGCTTGGACATCTATTGGACCGTTCA 

CCGTGCCCGCAGCCTTGGTAACTATGAGCTGGATGTCTCCCCCTATGAAGACACAGTGAC 

CAGCAAACCCTGGAAAATGAATCTCAGCAAACTGAACATGCTCAAACCAGAATCAGACCT 

CTGCCTCAAGTTNGCCATGCTGTGTACTCTCAATGACAAGNGTTANCGGCTNCGCAAAGG 
CTTACGGGGAAGCGTGCTCCGGGGCCCAATNGCAAG 



I:\SKUK\30170\1099.doc 
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Overlapping HGS EST: 842167 

GGCACGAGGGAGCGCGGANCCGGCGCCTACAGCTCGCCATGGTGCGCCCCCTGAACCCC 

GACCGCTGCCGCCCGTAGTCCTGATGTTGCTGCTGCTGCTGCCGCCGTCGCCGNTGCCTC 

TCGCAGCCGGAGACCCCCTTCCCACAGAAAGCCGACTCATGAACAGCTGTCTCCAGGCCA 

GGAGGAAGTGCCAGGCTGATCCCACCTGCAGTGCTGCCTTACCACCACCTGGATTCCTTG 

CACCTNTTAGCATTAAGCACCCCATTGCCNTCAGAGGAGCCTTTCGGTCCCTGTTGATTG 

CCTGGGAGGCAGCACAGCAATTCAGGAACAGTTTTTTGATAAGGGTTGCATGTGGCCAAC 

GGGGGATNGAAGGAACCAAGTTTTGCNTGTTTTGGANAATTATTTGGGACCGTTTAAACG 
TGGCCCGAAGCTTTGGNAANTTTGGG 
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